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<50 yr (%) = 50 yr (%) <50 yr (%) = 50 yr (%)

ER + 17 75 79 47
PR + 10 31 65 20
D53 + 50 8 18 17
HER2 2+/3+ 23 8 15 16

Susan A et al. Clin Cancer Res 2001; 1337-1945
Eerola H et al. http://breast-cancer-research.com/content/7/4/R465
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" | Probably sporadic | Probably BRCA-Lrelated _

Age =54 <54

Ki-67 =25 >25%

EGFR NEGATIVE POSITIVE
79% of sporadic cases 82% of BRCAl-related cases
No BRCAl-related cases 1.4% of sporadic cases

Van der Groep et al. 2006, J Clin Pathol
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Peutz-Jeghers syndrome
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Familial-linitis plastica type gastric cancer
and lobular breast carcinoma syndrome
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